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Nozori konformasiya tohlili iisulu ilo quanilatsiklaza A fermentinin katalitik do-
meninin Metl-Gly21 fraqgmentinin foza qurulisu tadqiq olunnuigdur.

Giris. Quanilatsiklaza A fermenti tirok qulaqg¢igmin natriyuretik A pep-
tidi ugiin reseptor funksiyasini yerino yetirmoklos yanagi trombositlorin ag-
reqasiyas1 va sekresiyasinda, fotoresepsiya proseslorinds istirak edir. O,
asab sisteminds va canli orqanizmds bas veran digar shomiyyatli proseslorin
tonzimlonmosinda ds istirak edir [1-3]. Toqdim olunan i1sds quanilatsiklaza
A fermentmin katalitik domeninin torkib hissosi olan Metl-Pro2-Arg3-
Tyr4-Cys5-Leu6-Phe7-Gly8-Asp9-Thr10-Vall1-Asn12-Thr13-Alal4-Serl5-
Argl6- Metl7-Glul8-Ser19-Asn20-Gly21 amintursu ardicilligmin foza qu-
rulusu onu fragmentlors ayiwrmagla tadgiq olunmusdur. Ilkin morholods
Metl-Gly8 oktapeptidin, Valll-Glul8 heptapeptidin vo Glul8-Gly21 tet-
rapeptidin konformasiya imkanlar1 onlar1 amols gatiron amin tursularmin
stabil vaziyyatlarinin asasmda tadqiq olunmusdur. Daha sonra Metl-Gly21
fragmentinin faza qurulusu Met-Gly8, Vall1-Glul8, Glul8-Gly21 miisyyan
olunmus stabil konformasiyalar1 ssasmda tadqiq olunmugdur. Metl-Gly21
fragmentinin muoyysan olunmus stabil konformasiyalarinda enery para-
metrlori va ikiiizli firlanma bucaglarmin giymatlori tapilnmigdir.

Hesablama iisulu. Hesablamalar noazari konformasiya tahlili isulu ila
fragmentin togkil olundugu amin tursu galiglarinin valent bucaglarmin va
rabito uzunluglarinin fikss edilmig qiymotlori asasmda aparilnugdir [4].
Atomlarm qarsiliglt geyri-valent (Eq . ), elektrostatik (E.), bir qat rabitalor
otrafinda firlanmanm tormozlanma ener jilari (E¢o:) vo hidrogen rabitalarinin
yaranma ener jllori onlar1 tosvir edon yarmmempirik potensial funksiyalar
osasmda hesablanir. Hesablamalarda peptid molekullarinin asas zoncirinin
forma va seyplorini tosvir edon identifikatorlar sistemindon istifads olun-
mugdur [6]. Toadgigatlar atomun mexaniki modeli asasmnda konformasiya
ener jisinin lokal minimumlarinin hesablanmasi tigiin tortib olunmusg xiisusi
universal hesablama proqramu ils aparinusdir [7].
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Noticalor va onlarin miizakirasi. Metl-Gly8 fraqmentini hesablamaq
tgun prolinin asas zancirinin yalniz R vo B formalar ala bildiyi vo bu amin
tursusundan avval golon metionin amin tursusu t¢in R forma mimkin ol-
madig1 nozars almnugdir. Bu sobabdon Metl-Gly8 fragmenti tigiin yalniz 23
sayda mimkiin olan seyplorine baxilir. Osas zoncirin agilnug vo bikulmiis
quruluglarma aid olan 678 konformasiya hesablanmigdir. Met1-Gly8 okta-
peptid fragmentinin hesablamadan alinan naticalori 1-3 cadvallorinds 6z
oksini tapib. Bu fragmentds hidrofob yan zancirs malik olan Metl, Tyr4,
Leu6 vo Phe7 galiglar1 su molekullar: ilo hidrogen rabitalarinds 1§t1rak et-
modiklorine goérs, ssas zancirin yaxm qonsu amintursular: ilo geyri-valent
kontaktlar yarada bilirlor. Gortindiyt kimi, bu fragment igiin asas zancirin
formalarmin va konformasiyalarmin ener jilorinin giymotlorine gors koskin
secilmoasi bag vermir. Bels ki, 0-10 kkal/mol nisbi ener ji intervalma 199 kon-
formasiya dugir. Bu fragmentin 1L;RR,B3;RB3B3:B formali global konfor-
masiyasi da asas zancirin yaribiikiilmiis formasma uygundur.

Cadval 1

Met1-Gly8 oktapeptid fraqgmentinin konformasiyalarinin
seyplorinin enerjiys gora paylanmasi
Seyp Ener j intervali, kkal/mol
0-1 1-2 | 2-3 | 34 | 45 | 5-10

efefeee - 1 5 6
effeffe - 4 13 7
efefffe -
effeefe 1
eeeeffe -
efeffee -
effefee 1
effeeee - - - -
efeefee - - - -
efefefe - - - -
efefffe - - -
efeeffe - - -
efefeef - 3 4
effeeff 1 4 5
effefff - - 1
effeeef - - - -
effefef 2 2 2
efefeff - - - -
eeeefff - - - -
efeefff - - - -
efeffff - - - -
efeffef - - 1 1
efeefef - - - -
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Met1-Gly8 oktapeptid fragmentinin enerji

Cadval 2

parametrlari (kkal/mol)
Seyp Forma Eq V. Ee Etor Etam Enigbi
Li1RR>B;RB3B3B 344 | 58 | 2.8 -22.9 0.0
effefff B1RR:B;RB3R3B 313 | 57| 2.7 -219 29
B:RR>B3;RB:R;L 313 | 58 | 27 -22.8 3.1
effefef L1RR:B:RB;3BsP 344 | 58 | 238 -25.8 0.1
L1RR>B;RB;BsL 344 | 59 | 28 -25.6 0.3
L1RR:B3BR3R3B 340 | 59 | 27 -254 04
effeeff Bi1RR:B3BR3R3B -329 | 59| 25 -24.5 1.4
L.:RR>B3BR:R3R 343 | 71 | 28 -24.5 1.4
L1RR:B:BR3R3P 333 | 62 | 28 -24.9 0.9
effeefe L1RR:B:BR3RsL 342 | 69 | 28 -24.6 13
B1RR:B3;BR3R3P 328 | 61 | 2.7 -24.0 1.8
effefef Bi1RR:B3RB3RsL 328 | 57| 25 -24.6 1.2
B1RR>B;RB3R3P 328 | 57 ] 25 -24.6 1.2
effeffe L:RR-B:;RR:R:P 339 | 64 | 29 | 247 1.2
L1RR>B;RR3R;3L -338 | 63 | 29 | -247 1.2
effefee Bi1RR:B3RB3R3B -328 | 59 | 25 -24 4 1.4
BiRR:B;RB3R3R 328 | 59 ] 25 -24 4 1.4
efefeef L,RR:B;RR:B:B -337 | 60 | 36 | -24.0 1.8
eeeeffe B;BB.B:RR:B:B 344 | 62 | 44 | 239 2.0
efefeee B:RB>R:BB:B:B -329 | 55| 36 | 239 1.9
B;RB:R:1BB3B1R -326 | 53 | 36 | -238 2.1
Cadval 3
Met1-Gly8 oktapeptid fragmentinin qaliqlararasi
qarsihqh tasir enerjilori (kkal/mol)
Metl | Pro2 | Arg3 | Tyr4 | Cys5 | Leu6 | Phe7 | Gly8
195" | 413 | 007 | -2.12 | -1.20 | -0.17 | -032 | -0.01
196 | 415 | 007 | -2.10 | -1.22 | -0.17 | -032 | -0.02 | Metl
196 | -413 | 005 | 235 | -1.12 | -0.08 | -0.07 | -1.50
194 | 414 | 023 | -224 | -087 | -0.10 | -0.19 | -0.63
033 | -100 | -097 | -0.15 | 0.00 | -0.81 | 0.00
033 | -101 | -097 | -0.16 | 0.00 | -0.80 | 0.00 | Pro2
033 | -097 | -095 | -0.10 | -0.06 | -1.50 | -0.53
033 | -100 [ -095 | -0.10 | -007 | -1.74 | -0.17

" 1-ci sotirdo effefff seypins uygun (Enisei=0 kkal/mol), 2-ci sotirds-effefef seypino
uygun(Enisti=0.1 kkal/mol), 3-cii satirde-effeeff seypins uygun(Enii=0.4 kkal/mol)
va 4-cii satirde-effeefe seypine uygun (Enisti=0.9 kkal/mol) konformasiyanin qaliqla-
rarast qarsiliqlt tosir ener jilori gostorilmisdir.
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022 [ -649 [ 006 | -0.12 | -1.03 | -0.04
023 | -648 | -006 | -0.12 | -1.05 | -0.04 | Arg3
022 | -6.62 | 005 | 0.03 | -0.05 | -0.04
024 | -6.60 | 005 | 0.01 | -0.05 | -0.02
101 | -1.63 | -1.56 | -3.48 | -0.01
1.00 | -1.62 | -1.54 | -3.46 | -0.01 | Tyr4
099 | -1.73 | -353 | -0.19 | -0.12
098 | -1.74 | -347 | -0.16 | -0.05
1.09 | -1.77 | -1.07 | 0.00
109 | -1.77 | -1.07 | 0.00 | Cys5
134 | -1.57 | 038 | -0.68
126 | -1.59 | 047 | 045
034 | -1.75 | 025
034 | -1.75 | 027 | Leu6
0.13 | -1.56 | -0.80
-0.07 | -1.68 | -0.78
2008 | -0.20
08 | -0.16 | Phe7
012 | 0.57
0.39 | -0.35
1.17
1.17 | Gly8
1.17
1.17

Gly8-Valll fragmentin stabil konformasiyalar1 fraqgmenti togkil edon
monopeptidlorin stabil vaziyyatlori asasinda tadqiq olunmugdur. Conu 13
seypa aid olan 159 konformasiya hesablanmigdir. Hesablanmalarm natico-
lori cadval 4-da verilmigdir.

enerjily? gora paylanmasi

Cadval 4
Gly8-Valll pentapeptid fragmentinin konformasiyalarinin seyplorinin

Seyp

Ener j intervali (kkal/mol)

1-2

2-3

3.4

45

5-10
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Met1-Valll fragmenti Metl1-Gly8 vo Gly8-Valll fragmentlorinin ki-
¢ik enerjli konformasiyalarmin stabil vaziyyatlori osasmda todqiq olun-
mugdur. Conu 48 seyps aid olan 83 konformasiya hesablannugdir ki, bun-
lardan 83-ii 0—10 kkal/mol nisbi enerj intervalma digiir. Hesablamalarm
naticalari cadval 5-do verilmisdir.

Cadval 5
Met1-Valll pentapeptid fragmentinin konformasiyalarinin
seyplorinin enerjiys gora paylanmasi

Ener j intervali, kkal/mol

Seyp 0-1 12 23 34 45

Y‘
—
o

efefeefeff 1 ; 1 1 ;

efeffeeeef - - - - -

effefeeeef - - - - -

efefeefeef - - - 1 -

effefffeef | - : - : :

effeeefeef - - - - -

efefeeeeff - - - - -

efefffeeff - 1 - - |

effeefeeff l - 1 - -

effeffeeff - - - - -

efeffeeeff - - - - -

effefeeeff - - - - -

efefefeeff | - : - : :

eeeeffeeff - - - - -

effefffeff - - - - -

effeeefeff - - - 1 2

efefeeeeef - - - - -

efecffeeff | - : : : :

efefeeefff - 1 - - -

efefffefff - - - - -

efefefefff - - -

effeeeefff - - - 1 1
efeefeefff - - - 1 |

effeffeflf - - -

effefeefff - - - - -

efefffeeef - - 1 - -

effeefeeef - - - - |

effeffeeef - - - - -

effecffeffl | - : : : :

eeeefffeff - - - - -

efeefefeff - - - - -

— = = = N = WO\ [N [ QW= [ r—=]|—= [\ [N =[] —

efeffefeff - - - - -
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efefeffe]f - 1 - - -

efeffffeff - - - - -

effeffiife : : : : :

ofeffffffe . - - ! -

effecfeffe - - - - -

efefeeeffe - - - - -

effeffeffe : : : : :

effeeeeffe - - - - -

eeeeffffff - - - - -

effeefefff - -

effeffefff - - 1 - -

effe Y i i i : I

efeffifilf - - 1 - -

effeefffif - - - - -

efefeeffff - - - - -

el Ll el Ll L L BN L e D A N R e e e e

effeeeeeff - - - - -

Valll-Glul8 oktapeptidin stabil konformasiyalar1 fraqmenti togkil
edon monopeptidlarin stabil vaziyyatlori asasmda tadqiq olunmugdur. Conu
23 seypo aid olan 885 konformasiya hesablanmuigdir ki, bunlardan 76-s10-10
kkal/mol nisbi enerji intervalina digir. Hesablamalarm naticalari cadval 6-
da verilmigdir. Bu fragmentin asas zancirlorinin seyplorinin ener jnin qiy-
moatlorins gora se¢ilmosi moveuddur. Cadval 6-dan gorindiyi kimi, tetra-
peptidin N-ucunda yerlogon dipeptidin asas zanciri biikiilii olan quruluglar
daha kigik ener jiys malikdirlor va bu sababdan stabil vaziyyatlors uygundur-
lar. 0-5 kkal/mol enerp intervalinda oktapeptid fragmenti ti¢iin mimkiin
olan 23 seypdon yalniz 8-1 realizo olunurlar. Bu fragmentin LL:BiRiR;
B,B;B: formaya moxsus global konformasiyasi feeffee seypins aiddir. Ener ji
diferensiyasi ¢ox koskin olmadigindan bu fragmentin sonraki tadqiqi iigiin
oktapeptid fragmentinin biitin seyplora monsub olan konformasiyalar no-
zors alinmalidir. Argl6 vo Glul8 amintursu galiglarinmm yan zancirlori oks
yikli gruplara malik olduglar: igiin, onlar hom geyri-valent, hom dos elek-
trostatik qarsiligl tosirlords 1stirak eds bilirlor. Bu garsiligl tasirlorin conui
~-4.7 kkal/mol-a barabardir.

Cadval 6
Vall1-Glul8 oktapeptid fragmentinin konformasiyalarinin

seyplarinin enerjiya gors paylanmasi
Seyp Ener j intervali (kkal/mol)
0-1 1-2 | 2-3 3-4 | 4-5 5-10
efefeee - 2 1 4 7
efefefe - - - 4 4 1
[fefefe - - - - 2 -
Jeefefe - - - 2 1 -
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N

efefeff - - - -
efffeff - - - -
fiteff - - -
ffefeee - - -
feefeee - - -
Jeeffef - - 1
feeffee 5 1 1
7777
efffeee - - - -
[fffeee - - -
fiifefe - - - -
ffffeef - - - - - 1
fifffef - 1 - - - -
effffef - - - 1 - -

Miixtalif konformasiya hallarinda Thr10-Thr13, Thrl0-Metl7 vo
Alal4-Metl7 arasmdaki qarsiligl: tosirlorin comi uygun olaraq -2,5; -2,1 va -
2,3 kkal/mol arasmda giymatlor alir. Serl5 vo Thr13 anmintursularin hidrok-
sil qruplarm osas zorcirlo hidrogen rabitolorini yaratmasi bir ¢ox zilallar
igtn xarakterik olan cohotdir. Argl6 amin tursunun yukli yan zencirinin
kompakt konformasiyalarm ssthinds yerlogsmosi onun su molekullar: ilo
qarsiligh tasirlords istirak etmoasi tigiin gorait yaradir.

Glul8-Gly21 tetrapeptid fragmentinin asas zoncirin comu 54 formasma
aid olan 101 konformasiyasi1 hesablanmigdir. Bu fragmentin hesablama ns-
ticalari cadval 7-da verilmigdir. fff va ffe seyplorinin eyni ener jili olmalar1 hor
ikisina aid olan quruluglarn eyni ehtimalla realizo ola bilacaklorini gostorir.

W|—|Ww

W1
W[N]

— N
WD ==

[\S)
I |W] 1
1

Cadval 7
Glul8-Gly21 tetrapeptid fragmentinin konformasiyalarinin
seyplorinin enerjiys gora paylanmasi

Seyp Ener j intervali, kkal/mol
0-1 1-2 2-3 3-4 4-5 5-10
eff 3 3 2 7 1 -
efe - - 7 21 7 -
ff | 1 - - - -
eef - - 5 1 - -
eee - - 6 - - -
ffe 1 1 - - - -

Bu cadvaldon goriindityii kimi, eff seypi asas zoncirin ti¢ miixtalif forma-
lar1 ilo toqdim olunub, fff seypinin iss yalniz asas zanciri 2 formasi olan kon-
formasiyalar1 algaq ener jilidirlor. Bu seypin R3R1R:R va R3R:R B formala-
rinm enerji cohatdon an alverisli konformasiyalarinm nisbi ener jilari 0.0 va
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1.24 kkal/mol-dur. Hesablanmus biitiin seyplorin va formalarm nimayando-
lar1 biitoév molekulun hesablanmasinda nazars alinnuslar.

Quanilatsiklaza fermentinin Metl-Gly21 fragmentinin faza qurulusu-
nun tadqiqi yuxarida gostarilon fragmentlorin mimkiin olan konformasiya-
lar1 asasmda aparilmigdir. 317 atomdan ibarst olan bu fragmentin 148 sey-
pa bolinaon 2974-5 yaxm konformasiyanim ener plari peptid zancirin va amin
tursu qaliglarmm 111 ikiizli bucaglarinin giymstlorine gors minimizs
olunmugdur. Miiayyan olmusdur ki, 0-10 kkal/mol nisbi ener ji intervalmna 7
seypin konformasiyalar1 disiir.

Quanilatsiklaza fermentinin Metl-Gly21 fragmentinin an stabil kon-
formasiyalarinm enerj parametrlori 8-10 cadvallorinds va gokil 1-da veril-
migdir. Gortindiyt kimi, asas zoncirin effeffeeefefefeeeeff seypinin konfor-
masiyalar:r tustinlik togkil edir va fragmentin global konformasiyasi
LRR:>B3;RR3B;BB;RBRB3:RB>R3L3BiRBsL -dir. Bu konformasiyada asas
zancirin formasi yarifirlanmus, yoni miixtalif yerlordos donmiis sokilds olur
(sokil 1). Hesablannug konformasiyanin ikiizli firlanma bucaglarmin qiy-
moatlori cadval 9-da verilmisdir. Bu konformasiyaya Van-der-Vaals qarsiligh
tosir enerjisi -88,0 kkal/mol, elektrostatik qarsiligli tosir enerpsi 10,3
kkal/mol, torsion garsiligli tasir ener jisi isa 13,9 kkal/mol gadar pay verir.

Cadval 8
Met1-Gly21 fragmentinin ki¢ik enerijili konformasiyalarinin
enerji xarakteristikalar1 (kkal/mol)

seyp Forma Eq.v. Eelst. Etors Eun
effeffecefefefeeeeff LRR:B:RR3B1BBiR1BR1B:RB:R3L:BiR1BsL -88.0 10.3 139 -63.8
efefeeeffffeefeeeeff | B;RB:R:BB:R3PRiRiRB3B:RB:R3L:BiR:RiIR | -819 [ 122 | 99 | -59.9
efefeffeffffffeeeeff [ LiRBiR3BR:B:LRiRiRRIR:RB:R3L:BiRoRiR [ -86.7 | 14.1 [ 125 | -60.1
efefffeeeffeeffeeeff [ BsRBiR:RR:BiBBiRiBL:B:RR:B:B:BiRiR:R | -82.8 | 102 | 132 | -594
efeffeeeeffeeffeeeff | B;RB;R:RB:3B:BBiRiBL:BiRBiB:B:BiR:RiR | -82.1 [ 116 | 11.4 | -59.2
efeffeeeeffeeffeeeff | Bs:RB3R:RB3B.BBi1Ri1BL:B:RRiB:B:BiRiR:R | -82.2 | 11.6 | 11.5 | -59.1
effeffeeeffeeffeeeff | B:;RB:R3RR:B3;BB:RiBL:BiRBiB:B:BiR:RiIR | -812 | 141 | 88 | -583
efeefeeffffeefeeeeff | BsRBiB3;RB:B;RR3R3RB3B:RB:R:L:BiRiR:R | -794 [ 113 | 11.1 | -57.0
effefffeeffeeffeceff LRR:B:RR:R:BBiR1BL:BIRR1B:B:BiRiIRiIR | -78.5 | 12.1 [ 10.6 | -55.7
effefeeceffeeffeeeff Bi:RR:>B;RB:B:;BB1R1BL:BiRB1B:B:BiR:RiIR -80.5 15.8 9.2 -55.5
effeefeeffffffeeeeff | BiIRR:B3;BR3BiBRiRiIRRiR:RB:;R:L:BiRoRIR | -80.3 [ 142 | 11.6 | -54.5
efefffeefffeefeeeeff [ B:RBiR:RR:BiBRiR3RB:B:RB:R:LiBiRoRIR [ -79.8 | 13.5 | 121 | -543
Effeefeeeffeeffeeeff | BiRR2B:BR1Bi1BB:RiBL:B:RRiB:B:BiRiRiIR | -774 | 114 | 12.1 [ -53.9
Effeefeeeffeeffeceff | BiRR:B:;BR3Bi1BBiRiBL:B:RRiB:B:BiRiRoR | =783 | 123 | 122 | -53.8
Cadval 9
Met1-Gly21 fragmentinin qlobal konformasiyasinda
amintursu gqaliglarinin ikiiizlii bucaqglar:
Amin Ikiiizli bucaglar (daraca)
tursularl (0} Y ® VAl A2 {3 A4
Metl -177 155 170 -67 185 180 179
Pro2 : ~46 180 : ; : :
Arg3 -117 127 185 182 177 178 180
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Tyr4 -98 -56 180 185 38 180 -
Cys5 -84 89 180 180 - - -
Leu6 -119 112 178 190 172 188 180
Phe7 -111 157 183 184 91 - -
Gly8 -84 88 181 - - - -
Asp9 -150 172 191 62 96 - -
Thrl0 -91 -70 197 58 180 174 -
Valll -116 -54 195 180 182 179 -
Asnl2 -76 90 168 -60 169 - -
Thrl3 -146 164 180 192 180 177 -
Alal4 -82 -52 177 180 - - -
Serl5 -104 -134 178 180 181 - -
Argl6 -118 -62 181 -61 180 180 180
Metl7 49 60 179 -62 180 179 180
Glul8 -150 151 184 58 182 180 -
Serl9 -79 -50 185 57 180 - -
Asn20 -92 119 185 -62 179 - -
Gly21 99 89 180 - - - -

ASN 12

l PRO -
ARG 3
MET
GO
1 g
/R/U_}B’J
ASN 70

SER 19 {

Sokil 1. Quanilatsiklaza A fermentinin katalitik domeninin
Met1-Gly21 fraqmentinin global konformasiyasi
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Cadval 10
Met1-Gly21 fragmentinin qlobal konformasiyasinin
an optimal qahqlararasi qarsihqh tasir enerjilori

Konformasiya | Amin turgu qaliglari kﬁgﬁfﬁ ’01
E Metl — Pro2 -4.08
5 Metl — Glul3 2.11
™ Arg3 - Glul3 -6.34
k Tyr4 - Tyrd 334
v Tyr4 - Gys5 -4.38
g-;' Tyr4 - Leu6 -6.07
M Tyr4 - Asp9 -4.97
ﬁ? Phe7 - Phe7 -2.73
7 Gly8 - Gly8 2.17
o) Gly8 — Asp9 -2.38
e Asp9 — Argl6 372
,;2 Thrl0 - Valll 218
E Valll — Argl6 382
w Thrl3 - Argl6 -3.26
:ﬁ Argl6 - Glyl3 -7.62

Serl9 — Asn20 -2.54

Quanilatsiklaza fermentinin Metl-Gly21 fragmentinin konforma-
siya tohlili noticosindo asagi enerjili faza quruluslar1 yigminin misyyan
edilmoasi vo amintursu galiglarmmn yan zancirlorimin ikiizli firlanma bu-
caglar otrafinda konformasiya miitsharrikliyinin tadqiqi quanilatsiklaza
zilalnm faza qurulusu ils yerins yetirdiyi funksiyalar arasinda slago yarat-
maga imkan verir.
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KOHPOPMAIIMOHHBIE BO3SMOKXHOCTH ®PATMEHTA
Met- Gly 21 KATAJIMTHYECKOI'O JOMEHA I'VAHHJIATIINKJIA3BI A

H.T.CYJIEUMAHOBA, JLU.BEJINEBA,
N.H.AJIMEBA, HM.I'OJ[’KAEB

AHHOTAITUA

MeToz1oM TeopeTHYecKOro KOHGOpMaIJHOHHOTO aHaJIH3a H3Y4€HO TP OCTPAHCTBEHHOE
cTpoeHHe pparMeHTa Met- Gly 21 KaTaHTHYECKOro JJoMeHa I'y aHHJIATLIHKIa3hl A.

CONFORMATIONAL POSSIBILITIES OF THE MET1-GLY21 SEGMENT
FROM GUANYLYL CYCLASE A ENZYME CATALYTIC DOMAIN

N.T.SULEYMANOVA, LI.VELIYEVA,
IN.ALIEVA, NM.GOJAYEV

ABSTRACT
The spatial structure of the Met1-Gly21 segment from guanylyl cyclase A enzyme

catalytic domain has been established by the method of theoretical conformational
analysis.
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